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LOCUS pGBBO5MAS1 4952 bp DNA  CIRCULAR SYN 28-MAY-2003

DEFINITION Deletion of E. coli sequences from pGBMAS-4 by BamHlI
digestion and self-ligation pUB-moiety; restoration masQ
reading frame

REFERENCE 1 (bases 1 to 4952)

AUTHORS Self

JOURNAL Unpublished.

COMMENT SECID/File created by ScikEd Central, Scientific & Educational

Software

FEATURES Location/Qualifiers

Misc_feature

CDS

CDS

CDS

misc_feature

CDS

BASE
ORIGI

COUNT

N
GATCCGTCGT
TGGTTTCGAA
GGTAAAAGCT
AGTACTTGCT
CGGTCTTCCA
CCTTCCACAC
CGACACAACA
TTACCTTGCT
GCACCTTGGT
TCTTGGTTCT
TCTTCTTCCA
TACAGAACGT
AAGGATAAAA
GAACTAACTC
TAAAATAAAA
TTATCTTGAT
AGTGTTGGTA
ACCCCATCTG
TAATATTATG
CAAGACAAAA
CTTTGAACTT
AATATTAGAG
TTGTAAATCC
GTCACAAAAG
CACATTAACA
GGCTCAAGGA
TATGCGTGCA
TGTATTGGTA
ACAATGGATT
TCAAATGATT
TGCAAAATAT
ACGTTTGTCT
GTTAAAAGAA
TACAGATGAT
GGAACGGAAA

1541 A

887

/gene=""oripUB"
/product="0rigin of replication pUB110"

1067..2071

/gene=""reppUB"
/product="Replication protein puUB110*

2231..3001

/gene=""neo’

/product=""Neomycin resistance gene"

3224 . .3622

/gene=""bleo™
/product="Bleomycin resistance gene"

4038. .4065

/gene=""PamyQ"

4126..676

/gene="masQ '

CTTGAAAAAG
GCTTACTGGG
CCAGGTGAAA
GAAGACCTTG
GGTATGAAAG
AACTACCCTG
CTTGGTTGGT
GACTGGGGTA
ATGAAATCTG
GAAGCTCGTA
GGTGAACTTT
CTTTAGGATA
CAGCACAATT
ATAACCGAGA
AAAGCACCTG
ACATATAGAA
TGTATGTGTT
TTAAAGTTAT
TGTCCTAATA
AGTGGAAAAG
CTGCATATTC
TATAAACAAA
AGGCTTTGTC
GTTGTTGCTG
GTTAAAAATG
TTTCGCCGAA
ACGGAAGTGA
TGTGTGGAAC
CAATTTTGGA
CGACCGAAAA
CCTGTAAAGG
GATTTGGAGG
ATACATAAAA
GACGAAAAAG
AATTATTTTA

858 C

1106

CTCTTGAACT
AAATCCCAGC
AACTCTTCCA
GTGTAATCAC
TACTTCAATT
CTCACGGTCG
ACCGTACAGC
TCACATTCCG
TAGCTCGTCT
TGAACTACCC
CTCCAGAACA
TCGCATGCGG
CCAAGAAAAA
GGTAAAAAAA
AAAAGGTGTC
ATAACGTCAT
TTAAAGTATT
AAGTGACTAA
GTAGCATTTA
TGAGACCATG
TTGAATTTAA
ATCGTGAAAC
CAATGTGCAA
AAGTTATTAA
TTTATGATGG
TGATGCAATA
CAATAAATAA
CAACTTATTT
AAAAGGCAAT
ATAAATATAA
ATACGGATTT
AAGGTTTACA
AATTAAACCT
CCGATGAAGA
TTAAAGAGTA

G 1447 T
TTTCCACCTT
ATCTTGTCCA
AAAAATCCAA
ACCAGAAGTA
CGCTTTCGAC
TGTAGTAGTA
TACACCACAC
TGAAGAAGAA
TGCTGTATAC
TGGTCGTCCA
CGGTGCTCGT
TACCTCTAGA
CACGATTTAG
GAACGAAGTC
TTTTTTTGAT
TTTTATTTTA
GAAAACCCTT
ACAAATAACT
TTCAGATGAA
GAGAGAAAAG
AAAGGCTGAA
AGGCGAAAGA
CTGGAGGAGA
ACAAAAGCCA
CGAAGAATTA
TAAAAAAATT
TAAAGATAAT
TAAGAATACA
GAAATTAGAC
ATCGGATATA
TATGACCGAT
CCGTAAAAGG
TGATGACACA
TGGATTTTCT
GTTCAACAAA

GTACGTATCG
ACAGCTGTAG
GAAGTATTCG
GAAGCTCTTC
GACGGTATGG
TACACAGGTA
GAAAAAGCTT
GAAGTACCAT
CCAGTACAAG
TCTGGTAACT
CTTCGTGCTA
AGAAGCTTGG
AACCTAAAAA
GAGATCAGGG
GGTTTTGAAC
GTTGCTGAAA
AAAATTGGTT
AAATAGATGG
AAATCAAGGG
AAAATCGCTA
AGAGTAAAAG
AAGTTGTATC
GCAATGAAAC
ACAGTTCGTT
AATAAGAGTT
AATAAAAATC
TCTTATAATC
GAAAACTACG
TATGATCCAA
CAATCGGCAA
GATGAAGAAA
TTAATCTCCT
GAAGAAGGCG
ATTATTGCAA
CGGGCCAGTT

ACCACTTCCG
AAGGTCGTTG
GTGAAGTACC
GTGACCGTTT
AAAACCCATT
CACACGACAA
TCATGGCTCG
GGGCTCTTAT
ACGTACTTGC
GGGCTTGGCG
TGGCTGAAGC
AGACAAGGTA
GAACGAATTT
AATGAGTTTA
TTGTTCTTTC
GGTGCGTTGA
GCACAGAAAA
GGGTTTCTTT
TTTTAGTGGA
ATGTTGATTA
ATTGTGCTGA
GAGTGTGGTT
ATGGCATTCA
GGTTGTTTCT
TGTCAGATAT
TTGTTGGTTT
AGCACATGCA
TGAATCAAAA
ATGTAAAAGT
TTGACGAAAC
AGAATTTGAA
ATGGTGGTTT
ATTTGATTCA
TGTGGAATTG
TGTTGAAGAT
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TAGATGCTAT
GCTGAATAAG
TGAAAAGGGA
GATTGTTCAT
TGGTGTTTAT
GTGTGTCATG
GGTGGAAGTG
AGATTGGCCG
ATACTTAGAG
GATTTGTGCC
TGTGCAAGGA
CATGTTGATT
AGCAGTTAAG
TGGTCAACTT
TCAGGAGTGG
AACGATGACC
ATTAGTAATT
GCCATTTTGC
ATAGATTTAC
GGCATTGCCA
CACTTTGGTT
TCTATGGGAG
AGGTGCGGAG
TGAATTATAT
TCAGTGGTGG
TTTTCAACAA
CTGAATAAAA
TTACACTAGA
AGCTAGACAA
TGATCTTCTC
ACCCCCCTTT
AAGAAAGGTC
TAAGGAATAA
AAATGAGAGG
GCTTTCGGTC
GGTCGTGAAG
GTACTTCCAT
GCAGGTAACC
GAAGACCCAG
CCAGCTCTTA
GCTTTCGCTG
GCTCTTAAAG
CGTGAAGAAA
GCTTTCACAC
CTTGGTATCC
TGGGCTCACC
GTACCACCAG
GACGTTCTTG

AATTGTTATT
AACGGTGCTC
ATGAGAATAG
GAAATTAAGG
GGCTCTCTTG
TCAACAGAGG
AATTTTGATA
CTTACACATG
AAAGTGTATC
CTTATCGTAG
CCGACAACAT
GGTCTGCATC
CAATCAGATC
TCCGACTCTG
ACAGAACGAC
TCTAATAATT
ATCATGGCTG
GTAATAAGAA
ATTAGAAAAT
GTCGGGGATA
CACCATGAAG
GCAAGTGATG
TCGTTTATTG
CAACATATTA
GATGAACGAG
ATAAAAAGCT
GATACGAGAG
AAACCGAAAG
AACGGACAAA
AAAAAATACT
GCTGAGGTGG
TTAAAGGTTT
AGGGGGGTTG
GAGAGGAAAT
TTCTTCTTCA
CACGTGACTT
TAGGTCCAAC
CATACCTTAT
GTTTCCCACA
AAGAAGCTIT
CTTTCCGTGA
GTGCTCACGG
AAGCTCTTCG
AATGGCTTTT
GTATCATCGG
CAGAATGGTT
ACTACTTCTC
AACGTGAAGG

AAAAGGATTG
TCCAAATATT
TGAATGGACC
AACGAATATT
GTCGTCAGAC
AAGCAGAGTT
GCGAAGAGAT
GTCAATTTTT
AAACTGCTAA
AAGAGCTGTT
TTCTACCATC
ATCGCATCTG
TTCCTTCAGG
AGAAACTTCT
ACGGATATAT
GTTAATCATG
TCATGGCGCA
AAAGGATTAA
GAAAGGGGAT
TTAAAAAGAG
ATGGATTCGC
AAGGCTGGCG
CTGGTACTGC
AGCCTTTGGG
ACTTTGCAGT
AAAATCTATT
ACCTCTCTTG
ACAATAAAAA
ATAAAAATTG
ACCTGTCCCT
CAGAGGGCAG
TATGGTTTTG
TTATTATTTT
TAATTAAAAA
CCCAACATCT
CCTTCGCTTC
AGGTTACGGT
CGACCTTCGT
AGGTCGTGTA
CCGTGGTTTC
ACGTGAAGCT
TGGTCTTCCA
TGAAGCTAAA
CTTCCGCCAA
TGACATGCCA
CCACCTTGAC
TGAAACAGGT
TTTCTCTTTC

AAGGATGCTT
CTTATTTAGA
AATAATAATG
GGATAAATAT
TGATGGGCCC
CAGCCATGAA
TCTACTAGAT
CTCTATTTTG
ATCGGTAGAA
TGAATATGCA
CTTGACTGTA
TTATACGACG
TTATGACCAT
GGAATCGCTA
AGTGGATGTG
TTGGTTACGT
TTAACGGAAT
TTATGAGCGA
TTTATGCGTG
TATAGGTTTT
AGTTCTAATG
CTCTCGTAGT,
TAGTTGCCGC
CATTTTGCAC
AATTGATCCC
ATTAATCTGT
TATCTTTTTT
TTTTATTCTT
GCAAGGGTTT
TGCTGATTTT
GTTTTTTITGT
CGGCCGCCCA
ACTGATATGT
AGGAGCGATT
CTTCCAGGTC
CTTAAAGAAG
GACTCTCCAT
CCACTTGCAG
GACTACGGTC
AAAGAAAAAG
TGGTGGCTTG
TGGAACCGTT
TCTGCTCTTG
TGGGGTGCTC
ATCTTCGTAG
GAAGAAGGTC
CAACGTTGGG
TG

AGGAAGACGA
AAAGCAAATC
ACTAGAGAAG
GGGGATGATG
TATTCGGATA
TGGACAACCG
TATGCATCTC
CCGATTTATG
GCCCAAACGT
GGCAAATGGC
CAGGTAGCAA
AGCGCTTCGG
CTGTGCCAGT
GAGAATTTCT
TCAAAACGCA
ATTTATTAAC
AAAGGGTGTG
ATTGAATTAA
AGAATGTTAC
TATTGCGATA
TGTAATGAGG
AATGATTCAC
ATTGAAGTAG
CCCAATACAT
GACAACAATT
TCAGCAATCG
ATTTTGAGTG
GCTGAGTCTG
AAAGGTGGAG
TAAACGAGCA
TTCTTTTTTC
GACTGTCCGC
AAAATATAAT
TACATATGGA
CATACGGTGT
CAGGTGGTCG
ACCAATCTTT
AACGTGGTTA
TTCTTTACGC
CTTCTCCAGA
AAGACTACGC
GGCCACTTCC
CTGAAGAAGT
TTAAAGCTGA
CTGAAGACTC
GTCCTACAGT
GTAACCCACT

GTTATTAATA
TAAAATTATC
AAAGAATGAA
TTAAGGCTAT
TTGAGATGAT
GTGAGTGGAA
AGGTGGAATC
ATTCAGGTGG
TCCACGATGC
GTAATATTCG
TGGCAGGTGC
TCTTAACTGA
TCGTAATGTC
GGAATGGGAT
TACCATTTTG
TTCTCCTAGT
CTTAAATCGG
TAATAAGGTA
AGTCTATCCC
AACTAGGTTT
TTCGGATTCA
CGGTTTGTAC
AGGGAATTGA
CATTAAAAGA
TGATTAGCTT
GGCGCGATTG
GTTITTGTCCG
GCTTTCGGTA
ATTTTTTGAG
CGAGAGCAAA
TCGTAAAAAA
TGTGTAAAAA
TTGTATAAGA
ACTTCCACGC
AGGTGTACTT
TTACTGGCAA
CTCTGCATTC
CGTACGCCTT
TTGGAAATGG
AGAACGTGAA
TCTTTTCATG
ACTTCGTAAA
AGCTTTCCAC
AGCTGAAGCT
TGCTGAAGTA
AGTAGCTGGT
TTACCGTTGG



